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Table 10: Algorithm of table from table 1:A1 to table 9: B7
Table No. Code Title

1 A1 List of 135 proteins
2 A2 List of 35 selected proteins
B1 to B7 The list of 135 proteins, segregated into different groups based on their functional role
3 B1 Proteins related to immune response identified in urine
4 B2 Endonucleases/DNAase identified in urine
5 B3 Glycoproteins identified in urine
6 B4 Proteases and antiproteases  identified in urine
7 B5 Proteins related to regulation of transcription and translation identified in urine
8 B6 Transporters identified in urine (ATPases and intergral membrane proteins)
9 B7 Proteins involved in various other physiological pathways

Figure S2: Protein interaction analysis of 135 proteins identified in urine categorized based on their 
functional role in kidney by colored circular ring.

Figure S1: Protein interaction analysis of whole identified proteins in urine of 
patients with CKD stage V.




